Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.117; data-to-parameter ratio = 12.6.
The title compound, C 15 H 12 N 4 O, adopts an E conformation with respect to the azomethine bond and crystallizes in its hydrazinylidene tautomeric form. The dihedral angle between the ring systems is 15.98 (7) . The phenol O-H group forms an intramolecular O-HÁ Á ÁN hydrogen bond. In the crystal, pairs of N-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds link neighbouring molecules into centrosymmetric dimers. These dimers are interconnected by means of three types ofstacking interactions. One, with a centroid-centroid distance of 3.577 (1) Å [interplanar separation = 3.4673 (6) Å ], connects adjacent molecules into centrosymmetric dimers. The other two interactions, on the outward facing sides of the dimers, are between phenol rings of neighboring molecules [centroid-centroid separation = 3.7907 (13) Å and interplanar separation = 3.5071 (8) Å ], and between phthalazin units [centroid-centroid separation = 3.6001 (12) Å and interplanar separation = 3.4891 (7) Å ]. In combination, theinteractions lead to the formation of infinite layers with molecules stacked along [011] . These layers are, in turn, connected with neighbouring layers through the N-HÁ Á ÁN and C-HÁ Á ÁO hydrogen bonds, yielding a three-dimensional supramolecular architecture.
Related literature
For biological properties of phthalazine and its derivatives, see: Awadallah et al. (2012) ; Minami et al. (1985) ; Zhang et al. (2010) ; Bian et al. (2013) . For applications of 1-phthalazinyl hydrazones in optoelectronics, see: Caruso et al. (2005) . For the synthesis of related compounds, see: El-Sherif et al. (2012) . For related structures and background references, see: Shafiq et al. (2013) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004); data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010). MKP is thankful to the University Grants Commission, Bangalore, India, for the award of a Teacher Fellowship. MRPK is thankful to the UGC, New Delhi, for a UGC-BSR one-time grant to Faculty. The authors are grateful to the Sophisticated Analytical Instruments Facility, Cochin University of Science and Technology, Kochi-22, India, for the diffraction measurements. supplementary materials sup-1 Acta Cryst. (2013) . E69, o1522-o1523 supplementary materials Acta Cryst. (2013) . E69, o1522-o1523 [doi:10.1107/S1600536813024203] Hydralazine, or 1-hydrazinylphthalazine, is a direct-acting smooth muscle relaxant used to treat hypertension by acting as a vasodilator, primarily in arteries and arterioles. Upon condensing with carbonyl compounds hydralazine will form hydrazones, namely 1-phthalazinyl hydrazones, which find use as vasodilating antihypertensive drugs and also application in optoelectronics (Caruso et al., 2005) .
Experimental
The title compound is one such 1-phthalazinyl hydrazone. It crystallizes in the triclinic, P1, space group. The molecule exists in its E configuration with respect to the C7=N1 bond which is confirmed by the torsion angle of 177.11 (12)° of the C6-C7-N1-N2 moiety (Fig. 1) . The torsion angle of -5.33 (17)° of the N1-N2-C8-N3 moiety shows that the N1 and N3 atoms are cis to each other. The C7=N1 [1.2859 (16) Å] and C8=N2 [1.3010 (16) Å] bond distances are very close to the formal C=N bond length of reported similar compounds [C=N; 1.282 (4) and 1.288 (3) Å, respectively] (e.g., Shafiq et al., 2013) , confirming the azomethine bond formation and the presence of a hydrazinylidene. The phenol, azomethine and phthalazin moieties are nearly planar (rms deviations 0.0041, 0.0000 and 0.0328 Å respectively) and coplanar to each other, with the two moieties at the ends of the molecule slightly twisted away from the central moiety in opposite directions by torsion angles of 7.67 (10) and 8.68 (11)° for the phenol and phthalazin moieties with the central azomethine moiety, respectively. The dihedral angle between phenol and phthalazin moieties is 15.98 (7)°.
The phenolic O-H group forms an intramolecular O-H···N hydrogen bond with a D···A distance of 2.6362 (15) Å, and two intermolecular N-H···N and C-H···O hydrogen bonding interactions are found between the neighbouring molecules with D···A distances of 3.017 (2) and 3.224 (3) Å. These intermolecular hydrogen bonds operate together to form centrosymmetric dimers in the crystal lattice. These dimers are interconnected by means of three types of π-π stacking interactions. One of them connects whole molecules into centrosymmetric dimers with a centroid to centroid distance of 3.577 (1) Å (interplanar separation: 3.4673 (6) Å) ( Fig. 3) . The other two, on the outward facing sides of the π-stacked dimers, are between phenol rings of neighboring molecules (centroid-centroid 3.7907 (13), interplanar separation: 3.5071 (8) Å), and between phthalazin moieties (centroid-centroid 3.6001 (12), interplanar separation: 3.4891 (7) Å) (Fig. 4) .
The π-π interactions lead to formation of infinite layers ( Fig. 5 ) with molecules stacked along the [0 -1 1] direction.
These layers are in turn connected with neighboring layers through the intermolecular N-H···N and C-H···O H-bonds ( Fig. 6 ) to yield a supramolecular architecture sustained by H-bond interactions and π-π interactions. Fig. 7 shows the packing of the molecules along the a axis.
The title compound was prepared by adapting a reported procedure (El-Sherif et al., 2012) . (1Z)-1-Hydrazinylidene-1,2dihydrophthalazine hydrochloride (0.299 g, 1.5 mmol) was added to an ethanolic solution of salicylaldehyde (0.122 g, 1 mmol) and sodium acetate (0.204 g, 1.5 mmol). The mixture was stirred well with slight heating for 90 minutes upon which the creamy yellow hydralazone precipitates out. The precipitate was collected by filtration, washed with water (10 supplementary materials sup-2 Acta Cryst. (2013) . E69, o1522-o1523 ml) and then with 10 ml of ethanol water (1:2) mixture by volume (yield = 66%, 0. 174 g, 0.660 mmol). Single crystals suitable for XRD studies were obatined by recrystallization from a (1:1) mixture by volume of methanol and DMF (m.p: 206 °C). 
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Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances of 0.93 Å. H atoms were assigned U iso (H) values of 1.2Ueq(carrier). The phenolic O-H distance was restrained to 0.84 (2) Å. The phenolic H atom was found to be disorderd by tautomerism over two positions: partially bonded to O1 and partially bonded to N1 (where the largest Q peak is located after inclusion of extinction correction) with refined occupancies of 0.80 (3) and 0.20 (3) respectively. Partial occupancy of H1 at O1 was also indicated by a rather large U iso value for H1A of 0.103 before inclusion of disorder. The U iso value for H1B was set to 1.2 times of U eq of the N1 atom. H3′, located from a difference map, was refined with an N-H distance restraint of 0.88 (2) Å and has a refined U iso value of 0.058 Å 2 .
Omitted owing to bad disagreement was reflection (0 0 1).
Computing details
Data collection: APEX2 (Bruker, 2004); cell refinement: APEX2 and SAINT (Bruker, 2004) ; data reduction: SAINT and XPREP (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010) .
Figure 1
ORTEP view of the compound, drawn with 50% probability displacement ellipsoids for the non-H atoms (the minor moiety H atom was omitted for clarity). Graphical representation showing π-π interactions between phenol and pthalazin rings in the crystal structure of the title compound.
Figure 5
Graphical representation showing π-π interactions that lead to formation of infinite layers in the crystal structure of the title compound. supplementary materials sup-5 Acta Cryst. (2013) . E69, o1522-o1523
Figure 6
Graphical representation showing neighboring layers formed by π-π interactions and connected through intermolecular
N-H···N and C-H···O H-bonds
Figure 7
Packing diagram showing the molecular assembly of the title compound along the a axis. 2-(1,2-Dihydrophthalazin-1-ylidene) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-{(E)-[(2Z)-
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0391 (9) 0.0337 (9) 0.0342 (9) −0.0098 (7) −0.0067 (7) 0.0018 (7) C7 0.0307 (8) 0.0368 (9) 0.0388 (10) −0.0101 (7) −0.0059 (7) 0.0008 (7) C8 0.0291 (8) 0.0307 (8) 0.0370 (9) −0.0097 (7) −0.0056 (7) 0.0025 (7) C9 0.0338 (9) 0.0295 (8) 0.0343 (9) −0.0112 (7) −0.0057 (7) 0.0041 (7) C10 0.0344 (9) 0.0438 (10) 0.0486 (11) −0.0085 (8) −0.0110 (8) −0.0025 (8) C11 0.0394 (10) 0.0477 (11) 0.0534 (12) −0.0015 (8) −0.0038 (9) −0.0080 (9) C12 0.0587 (12) 0.0429 (10) 0.0470 (12) −0.0101 (9) −0.0015 (9) −0.0102 (9) C5 0.0475 (11) 0.0526 (11) 0.0445 (11) −0.0197 (9) −0.0087 (9) −0.0034 (9) C4 0.0703 (14) 0.0607 (13) 0.0509 (13) −0.0217 (11) −0.0128 (11) −0.0132 (10) C15 0.0368 (10) 0.0492 (10) 0.0469 (11) −0.0172 (8) −0.0141 (8) −0.0013 (8) C14 0.0392 (9) 0.0364 (9) 0.0368 (10) −0.0159 (7) −0.0090 (8) 0.0036 (7) C13 0.0520 (11) 0.0456 (10) 0.0431 (11) −0.0171 (9) −0.0121 (9) −0.0059 (8) (2) 
